
^ r-i )^RF Errors ^r^t^-by tha S " ^ j: 

Sertaf Number: O? /72 b. (,93 



Changed a file from non-ASCII to ASCII 



CRF Processing D^Xo: /X//K/Jnnn 
^^dltedby: Xjg^ff 
|E Rifled by: - 




staff 



Changed the margins in cases where the sequence text was "wrapped." downd^^oftjct line. Jj^: 3 
Edited a format error in the Cunent Application Data section, specifically: 

Edited the Current Application Data section wfth the actuaJ current number. The number inputted by the 
applicant was D the prior application data; or Q other m . 

Added the mandatory heading and subheadings for "Current Application Data". 

Edited the "Number of Sequences' field. The applicant spelled out a number instead of using an integer. 



Changed the spelling of a mandatory field (the headings orsubheadings), spectticdlry: 



□ 
□ 
□ 
□ 
□ 

□ 
□ 

□ 

□ 
□ 

□ 



Corrected the SEQ ID NO when obviously incorrect. The sequence gumbers that were edited were: 



Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 



Corrected subheading placement. All responses must be on the same line as each subheading. If the 
applicant placed a response below the subheading, this was moved to its appropriate place. 

Inserted colons after headings/subheadings. Headings edited included: 



Deleted extra, invalid, headings used by an applicant, specifically: 



Deleted: g/ non-ASCII 'garbage" at the beginnin^nd ofjilgs; □ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalia lexCsuch as_ 



Inserted mandatory headings, specifically: 



Corrected an obvious error in the response, specifically: 



Edited identifiers where upper case is used but lower case is required, or vice verf-a';. 



Corrected an error in the Number of Sequences field, specifically: 



o 



■ i 



A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentln bug). Sequences corrected: ] — — 

Other: 



.~£E )(aminer: The above corrections must be communicated to the applicant in the first Office 

"~ 3/1/95 



Action. DO NOT send a copy of this form. 
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RAW SEQUENCE LISTING DATE: 12/28/2000 

PATENT APPLICATION: US/09/7 26,64 3 TIME : 12:25:16 

Input Set : A:\Pto.amc 

Output Set: N:\CEF3\12282000\I726643.rax-7 



2 <110> APPLICANT: Ruben et al. 

4 <120> TITLE OP INVENTION: 26 Human secreted proteins 
6 <130> FILE REFERENCE: P£04 0Pl 

8 <I40> CURRENT APPLICATION NUMBER: US/09/726,643 

9 <141> CURRENT FILING DATE: 2000-12-01 

11 <150> PRIOR APPLICATION NUMBER : PCT/US0 0/3 5187 

12 <151> PRIOR FILING DATE: 2000-06-02 

14 <150> PRIOR APPLICATION NUMBER : 60/137,725 

15 <151> PRIOR FILING DATE: 1999-06-07 
17 <160> NUMBER OF SEQ I'D NOS : 190 

19 <170> SOFTWARE: Patentin Ver . 2.0 

2 2 <210> SEQ ID NO: 1 

2 3 <2.11> LENGTH: 733 

24 <2I2> TYPE: DNA 

2 5 < 2 1 3 > O RG AN I SM : H OR) o S a p 1 e n S 

2 7 <4 00> SEQUENCE: 1 

2 8 ggqatecgya ycccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccaycacotg 6 0 

29 aat.tcgaggg tgcacogtna gtcttcctct teoccccaaa acccaaggac accotcatga 120 

30 tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 130 

31 tcaagttcaa ctggtacgtg gacggcqtgg aggtgcataa tgccaagaca aagccgcggg 24 0 

3 2 aggagcagta eaacagcacg taccgtgtgg teagcgtcet cacogtcctg eaccagyact 



300 



3 3 ggotyaatgg oaaggagtac aagtgcaagg tctccaacaa agccctccca acceccatcg 36 0 

34 agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 420 

35 catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaagyettct 480 

36 atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 

37 ecacgectcc egtgetggac fcegaegyct cettctteof ctacagcaag eteaeegtgg 600 

38 acaayagoag gt.ggca.gcag gggaacgtct tctcatgcte ogtgatgoat gaygctctgc 660 

39 acaaccacta cacgcaqaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 

4 0 gactctagag gat 

4 3 <210> SEQ ID NO: 2 

4 4 <2 11> LENGTH: 5 

4 5 <212> TYPE: PRT 

4 6 <213> ORGANISM: Homo sapiens 

4 8 <2 2 0> FEATURE: 

4 9 < 2 2 1 > N AMR /K BY : S i t e 

5 0 <222> LOCATION : (3) 

51 <223> OTHER .INFORMATION: Xaa equals any of: the twenty naturally ocurring L-amino acids 

5 3 <4 00> SEQUENCE: 2 

54 Trp Ser Xaa Trp Ser 

5 5 1 5 

5 7 <210> SEQ ID NO: 3 

5 8 < 2 1 1 > LENGTH : 86 

5 9 < 2 1 2 > TYPE: DNA 

60 <213> ORGANISM : Artificial Sequence 

61 <220> FEATURE: 

6 2 < 2 2 1 > NAME/K FY : Pr i me r_B i w 6 

6 3 <2 2 3> OTHER INFORMA tton : Synthetic sequence, with 4 tandem oopi.es of the GAS binding site found in 
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HAW SEQUENCE LISTING DATE: 12/28/2000 

PATENT APPLICATION : US/09/726,64 3 TIME: 12:25:16 

Input; Set : A:\Pto.amc 

Output Set: N:\CEF3\l2282000\l726643.raw 

64 the JLRF1 promoter (Rothman at. a]../ Immunity 1:457-468 (19*54)), 18 nucleotides 

65 complementary to the SV40 early promoter, and a Xho I restriction site. 

67 <40U> SEQUENCE: 3 

68 grgcctcgaq atttccccga aatctagatt tecccgaaat gatttccccg aaatgatttc 6 0 

6 9 eccgaaataf ctgcoatctc aattag 86 
72 <210> SEQ ID NO: 4 

7 3 <2ll> LENGTH: 2 7 

74 <212> TYPE: DNA 

75 <213> ORGANISM: Artificial Sequence 
W--> 76 <220> FEATURE: 

77 <221> NAME/KEY: Primer_Bind 

78 <223> OTHER INFORMATION : Synthetic sequence complementary to the SV4 0 promter; includes a Hind III 

7 9 restriction site. 
Hi <400> SEQUENCE: 4 

B2 geggcaagct ttttgcaaag cetagge 2 7 

8 5 <21Q> SEQ ID NO: 5 
8 6 <211> LENGTH: 2 71 
87 <212> TYPE: DNA 

B 8 <2 1 3 > ORGANISM: A r t i f. i c 1 a I Sequence 
W--> 89 <220> FEATURE: 

90 <221> NAME/ KEY : Protein_Bind 

91 <223> OTHER INFORMATION: synthetic promoter? for use in biological assays; includes GAS binding 

92 sites found in the TRF1 promoter (Rothman et al . , Immunity 1.4 57-468 (1994)). 

94 <4 00> SEQUENCE: 5 

95 ctcgagattt ccccgaaatc tagatttccc egaaatgatt tccccgaaat gatttccccg 60 

96 aaatat.ctgc catetcaatt agtcagcaac catagtcccg cccctaactc egcceatecc 12 0 

97 gcccctaact ccgcccagtt ccgccoatt.c tccgccocat gqctgaetaa ttttttttat 180 

98 ttatqeagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 24 0 

99 ttttggaggc ctaggctttt gcaaaaagct t 271 
101 <210> SEQ ID NO: 6 

10 2 <21I> LENGTH: 3 2 
10 3 <212> TYPE: DNA 

104 <213> ORGANISM: Artificial Sequence 
W--> 105 <220> FEATURE: 

106 <221> NAME/KEY: Primer„Biud 

107 <223> OTHER INFORMATION: Synthetic primer complementary to human genomic EG R ~ 1 promoter sequence 

108 (Sakamoto et al . , Oncogene 6:867-871 (1991)); includes a Xho I restriction site. 
110 <4 0 0> SEQUENCE: 6 

'111 gegctcgagg gatgacagrg atagoacccc gg 32 
.1 14 <210> SEQ ID NO: 7 
1.15 <211> LENGTH: 31 

116 <212> TYPE: DNA 

117 <213> ORGANISM: Artificial Sequence 
W--> 118 <220> FEATURE: 

1.19 <221> NAME/KEY: Prime r_Bincl 

120 <223> OTHER INFORMATION : Synthetic primer complementary to human genomic EGR-'l promoter; sequence 

121 (Sakamoto et al . , Oncogene 6:867-871 (1991)); includes a Hind III restriction 
12 2 site. 

124 <4 00> SEQUENCE: 7 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/726,64 3 



DATE: 12/2 8/2000 
TIME: 12:25:16 



Input Set : A:\Pto.amc 

Output Set: N:\CRF3\12282000\l726643.raw 



125 
128 
129 
130 
131 
133 
134 
137 
13B 
139 
14 0 
141 
142 
14 3 
14 4 
14 5 
14 7 
14 8 
149 
152 
153 
154 
155 
156 
157 
1.5 8 
1.5 9 
:16.1 
16 2 
163 
1 6 4 
1 6 5 
"! 6 6 
169 
1 70 
"17.1 
1 72 
174 
175 
176 
177 
178 
179 
180 
181 
1 8 2 
183 
1 8 4 
18 5 



qcgaagette gcgactcccc ggatccgcct c 
<2I0> SEQ ID NO: 8 
<2.n> LENGTH: 12 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 8 



<212> 
<213> 
<4 0 0> 
ggggaetttc CC 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<223> 



31 



12 



SEQ ID NO: 
LENGTH: 73 
TYPE: DNA 
ORGANISM: 
FEATURE : 

N AME/KE Y : P r i me r_B i n d 
OTHER I INFORMATION : S y n the t i C 



9 



Artificial Sequence 



primer with 4 tandem copies of the NF -KB binding site 



nucleotides complementary to the 
and a X h o I. re s t r i c t ion site. 



end of the SV40 early 



( GGGG ACTTTCCC ) , 18 
p romo t e r s e qu e n ce , 
<4 0 0> SEQUENCE: 9 

geggectoga ggggaetttc ceggggaett teeggggact tteegggaet Ltccatcctg 60 
oeatctcaat tag 73 
<210> SEQ ID NO: 10 
<211> LENGTH: 2 56 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

< 2 2 1 > N AME/KE Y : P rote i n_B i nd 

<223> OTHER INFORMATION : Synthetic promoter for use in biological assays; includes NF-KB binding 

s itos . 
<4 00> SEQUENCE: 10 

c t c g a < 3 g g ( j a ctttcc c g g g gactttec g g g g a c t r t c c g g g a c ttt c c a 
caattagtca gcaaccatag tcccgcccct aactccgccc atcccgccce 
cagttccgcc caLfctccqc cccatggctg act.aa L I;tt 1: 
ggecgect'.cg goetotgagc tattocagaa gtagtgagga 
c t: 1 1. 1 g c a a a a a g c 1 1 
<210> SEQ ID NO: 11 
<23.1> LENGTH : 2318 
<212> TYPE: DNA 
<2l'i> ORGANISM: Homo sapiens 
<400> SEQUENCE: II 

cagacotegg aegagagege cooggggago Loggagogeg Lgraoqogtg goakarggag 
aaggecagLg cceagcLt.ga agqLtcLgLc aecLLLLgca gtqqtccaaa Lgagaaaaaa 
gf.qgadaatq ggaggcatga aatacatctt ttcgt.tgttg ttct.ttct.tt. LgoLagaagg 
aggcaaaaca gagcaagtaa aacattcaga gaeatattge 



LetgccatcL 
taactccgcc 
L 1:1 at t. La t g c a g a g gc c g a 
gg ctttt ttg q a g g c c t a g g 



6 0 
12 0 

1 80 
240 

2 56 



a t g 1 1 : t c a a g a c a a g a a g t a 



cagagfgggt gagagatggc atcettacct 

c t g c a t . c t g o L c a g a g a a t _ g g g a a t g t g c t 

Ltgcc ti_ t c 1. c ctgtgcat a L 1 c c t c a t c t 

aeeoeeagtg aaeaaLaagg tgaccage.-ia 

a ca tg gaga g otg tt eg t a g otga agg g c t 

ccagtgcagc tgtt.cggagq gaaaogtgta 

c Lg tg c c LLc c c a g Lc t c tg L Lccag a L L c 



ggaaccttat 
Ltgcagoeqa 
gigctgocct 
gtcttgegag 



ggg t.tqgttt 
gtoag a t.g Lc 
cqci" gcocag 
tacaa tggga 



actgegt.gaa 
caa atg L tea 
aagacLccLL 
caactta^ca 



cttLcagaat oggraaocea ateaatgeae 
1 1 g t g g t c 1; c a a g a c 1 1 g c c c c a a a 1 1 a a c 
c t. g c Lg c c g g g L a L g c a g a g g a g a L g g a g a 



60 
120 
180 

2 40 

3 00 

3 60 

4 20 

4 80 

5 40 

6 00 
6 60 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 26 , 64 3 



DATE: .12/2 8/20 00 
TIME: 12:25:16 



Input Set : 
Output Set: 



A:\Pto .atnc 

N:\CRF3\12 28 2 000\I72664 3 .raw 



186 actytcatgg gaaeattctg aLggtgatat 
18 7 acattottac caccgctctc actatgatoc 

18 8 coyctttcct ggygecagaa gteaccgggg 

189 aaccattgtg oaaattgtca tcaataacaa 

190 tggaaagacc tattotcatg gcyagtcctg 

191 gyagtgtgtg ctatgtactt ytaatgtcae 

192 caatcgatac ccctgcaaqt a tec tea a a a 

193 agaagaaett ecaggecaaa gotttgaoaa 

194 gcctgtgtat gagtctgtat teatggagga 

195 gactgagaga ccaccteagg tag ay g tec. a 

196 gcacttccat atlgagaaqa tctocaagag 

197 ggtgaccaga acaaccctya qceagtygaa 

19 8 ccagatgtgt toaagtegtg tatqeagaac 
199 cctggagaga tctgaaaagg gccactgtta 

20 0 gcaagaaaac teaagetgea gctygaetye 

201 taaaactcca aactcaaaty cagtcaatta 

202 ttytytytyt ytytgtgtgt ytgtgtytqt 
2 0 3 c t g c t c c o t c eg t coca g a g g t q g c a g t g a 
204 ctaaggoaaa gaggtytttc tccttotgga 
20 5 gttetctgaa agcttageet Laagagaaca 

206 ctccaggtgc tyygacacac etttgeaaaa 

207 gttaagtcaa agtayaaacc etccagtyt.t 
20 8 aaagaggeca agetgectgt agttagtaga 
209 tat ttg Late ataaacactt ggaacaacaa 
2 10 cattttctag ttaactcatg taaacaayta 

211 gLLetoaeag gaeatgtaec LaattaLqgt 

212 tttttaaatt aataaaaaag ttaattttqa 

2 1 3 c gg cmg eg a a 1 1 ta g ta g ta g t a g tag tag 
216 <210> SEQ ID NO: 12 

2 17 <.211> LENGTH: 192 3 

218 <212> TYPE: DNA 

219 < 2 1 3 > ORG AN ISM : Homo s ap iens 

221 <400> SEQUENCE: 12 

222 ggcacgagec taaggcaccc ttttectcgt 
22 3 atagcteoat eoayectgag aaacaageeg 
224 tqacgggocc aacagaccca tgotgoatcc 
2 2 5 q g c t g t g e t c c t g g c c c t e c t tq g e a c c g e 
22 6 yyagcagget ccqatqgccg gagocctyaa 
2 27 gcaoaacogo etgcgcogrl" qqg ticca g or 

228 gaqtqacaqc Ctqqcoeaao tyqetraago 

229 gaqcctggeg tcoggcctqt ggcgracccl 
2 3 0 c g c g g g c 1 1. g g c g t c c t; 1 1 g 1 1 g a a g t g g t 
2 31 e a g c c a c g r q g c a g g a g a g t q t q o t e g c a a 
2 32 gtgggoea c tcaagccagc tgggetgtgg 
2 i 3 g a t a g a a g c c 1 1: t g tc tg tg c e t a e t c c c c 
234 a a tea tcocc tataagaaqg qtgcetqqtq 
2 3 5 e t r e a a a g r e t g g g a c c a t g e a g g g gg g e t 
2 3 C> g a q c t g c c a g a a c c a t g g a c g t c t e a a e a t 
2 3 7 e L a e a e g g g e a y a t a c t g e c a a g t q a g y t g 



ettecqgeaa 
tecaecaagc 
agctcttatq 
acaeaagcat 
gcacccaaac 
caagcaagag 
aatagacgga 
taaaygetao 
tggggayaca 
egtt tggact 
gatq tttgay 
gate tteaec 
a gage t tig a a 
ggeaaqacag 
aggetta ttt 
ttcacqcca t 
g tqtgq taaa 
ttccataa tg 
tgattcatcc 
egcayagag t 
tqctgtqqga 
tggtg t tgtg 
qaayaatgya 
agaeca taaq 
a g a q t a a e a t 
act ta t ttat 
a a a ateaaaa 
tagtaqqc 



gcageccagc 
ggtggctgag 
a gag a cct.ee 
Ct'qqqcaqaq 
o aqgaaq gag 
ccct.gcggcl' 
caqqgeagcc 
gc aagtggqc 
cagco ta tgg 
cgccacctge 
g cggcacct.g 
c g g a g y c a a c 

ttcqcLrq-gr; 
ctqt.gagq t c 
cagea ee tgc 
caqcc tgcay 



cc tgecaaca 
cgacaggctg 
gat toe cage 
ggacaagtgt 
cteegggcat 
tgtaagaaaa 
aaatget gea 
ttet.gcgggy 
aeeagaaaaa 
atLoyaaagg 
gagcttcctc 
gaaggagaaq 
qatttaqtca 
acaqta ttgg 
tycttaagtc 
g oa cagea ta 

qggqggdagg 

tggagactag 
caaagccttc 
ttccotaqat 
a gea gg a get 
tagagaatag 
tg t ggttctt 
catcatttag 
aacagta tta 
qtagteaetg 
aaaaaaaaaa 



otyaetcctg 
oca ggotg tg 
cct.qgecggg 
qtq tqqecac 
ay t LLC Ltgc 
gaoatqoqga 
ctct.g t gqaa 
tqqaaca tqc 
tttycagaqg 
aeccactiaca 
tgc tetgeag 
Lgggagqtca 
aeaqccaqtq 
occaqgaa t e 
eactqecact 
ty tg tgc acq 



gaqaagcaag 
gaggtctg tc 
a agca tea gq 
gtqt ttccaa 
ttggeattgt 
tccactgccc 
agqtq tq tec 
aagaaacga t 
tagcactgga 
gea t tctcca 
aettcaayct 
ctcagatcag 
aggttt Lgta 
ataqgqtaaa 
aacagtgccc 
atttgetect 
tgttatqcgg 
t.aactaqa tc 
ecaooeaygt 
a Lac tec tqc 
qgqqagetqt 

gacata ggq t 
cttgtqtatt 
cag t lgta go 
ccct ttcact 
tat.LtcLy ga 
a a a a g t. c g a c 



gaga t tgtg a 
oa^qgagtcc 
qg ea to tec t 
eccagotgoa 
r cctc Locot 
qgct.qqa r t g 
tcccaacccc 
age Lgctgec 
qgcayeggta 
eg cag et eg t 
gec ay gcagc 
a e g y g a a g a c 
tetcaqget g 
Ct.tgtcgca L 
g t recoct qy 
gecyy 1 1 ccg 



720 
780 
84 0 
900 
960 
1020 
10 80 
114 0 

12 0 0 
1260 

13 20 

13 80 

14 4 0 

1 5 f) 0 
1560 

16 20 
16 80 
174 0 
1800 
1860 
19 20 
19 80 
2 04 0 
210 0 
216 0 
2 220 
2280 
2 318 



60 
1 2 0 
1 8 0 
24 0 

3 00 
360 

4 20 

4 8 0 

5 4 0 

6 0 0 
(> 6 0 

7 20 
7 80 
84 0 
9 0 0 
960 
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RAW SEQUENCE LISTING 

PATH; NT APPLICATION: US/09/726,643 



DATE : .12/28/2 0 00 
TIME: '12:25:16 



Input Set : 
Output Set: 



A:\Pto.amc 

N:\CRF3\12 2 82 0 0 0\I7 2664 3 .raw 



2 38 ggaggaggaq tgctcgtgcg tctgtgacat 
2 39 ggtgcatttt cccttccaca ccLgtgacct 
2 40 t tea gaggca qacacctatt aeaqagccag 
241 qgcccagatc uagagceaga aagtgcagga 
2-12 gaccaccaac gaggtgattg acaglgactt 
24 3 ctacaagacc gecaaggact ccttccgctg 
2 4 4 1 1 1 1 g e e 1 1 L q g g c a g c c tg a c a a c c a c q g 
24 5 age t g c c 1 1 c a a e t g g a a c a a c c a g e g c t g 
246 tgeccaggag cacatctcec ggtggggccc 
24 7 tegectqeee Lgggagcace ggctctgett 
2 4 8 ecaggttaag accacatgcc tcatgtccaa 
2 4 9 g t tqgq c a q a gag a gg c a g q g a g gc ca g tg 
2 50 ggggcccttc geetgetttt qattrggqaag 
25.1 acaccqceag tggtccaaaa aggctgetet 

252 cggagcttcc ctgtggcatq aaceceacag 

253 aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

254 aaa 

2 57 <210> SEQ IV NO: 13 

2 58 <211> LENGTH : 4720 

2 59 <2I2> TYPE: DNA 

2 6 0 < 2 :i 3 > O KG A N T S M : H o ni o sap i e n s 

262 <4 0 0> SEQUENCE : 13 

2 6 3 c c a c g c g t c e g g a g a g a g g g a c a g a g g c t q 

2 6 4 t c t q 1 t ccc L e c t g a g c c t. c j a g c c. o c t i. a e 

265 ctgctggctc ccctgctggg cetqqqcctg 

266 gecacaqaet gcaagtteet tggcecgqea 
2 6 7 g c c C q q t g q c L g q CCC C t c q a g t t c g I q r q 
2 b 8 q t g c g c c g c t t e e t c t: c g g t g g t q e a q c t e 

269 ctactgaatg age tgg cote rgtgaaggtg 

270 gtggtatgcg etgiiqatcgc gggeetctac 
2 71 ttctgetqct geeget.q era ccqgcgotqc 
2 7 2 c t q q e c t q t q a g ( : g c g c g q c col . e a t g g t. c 

2 7 3 a t t.ggtgtgg Let g tgee tt 

274 atcgaggcea tgcctqaqac 
2 7 5 g a get.gr agg ecg tg gea ea 
2 76 gatggtgttg gtgtgagoat tgggagcgcq 
2 77 ceettgctqg cgqceqtqqg ca gttt.gqqe 
2 7 8 raaaccttga atqetdc... jt 
2 70 ateegggaac aeeqqqaeeq 
280 tgt.gcdqqqg ecctqaqctg 
28'J ccctetgtgg aceatqtnet 
2 8 2 a t g q tec a g g a g g a g a a c a g 
2 H 3 t e c a q e g t q g t: q c a a g a q p t 
2 8 4 c t g get g a a g y g I I . e c c g g g c 1 1 . g g a g g e a 
2 8 5 g L g q a g g a g a g e a g e c g e c c c t a c r L q e a g 
2 8 6 at c g t g g g c t g e g l g c t g t. g r L c c g t q q L c 
2 8 7 c t c a a t c t g g g c a t: c t . g g g g c e t g t c t: g c c 
288 qqeqaqgctq gagcecgcU eetcatggca 
2 8 9 e < e c L e a Lee L c e Lgg tg t_ t t ; g c e a e e L L c 



eggctaeggg 
gagga tegac 
gatgaaatg t 
eatectegee 
egagaccagg 
ggccacaggg 
q Ltt gqeaac 
eaaaaeecga 
agggt cctga 
acctgtccgc 
agaggtctea 
aggqeeaqqg 
a tgggcttea 
ettceace tg 
gqta ttaaa t 
aaaaaaaaaa 



ggagcccagt 
ggagactget 
eagaggaaaq 
ttctatetgg 
aacttetgga 
gagcaccagg 
tgcq Lggage 
aaocgttaca 
ggcctg a cea 
cea ee tgtct 
gaee Ltgcac 
ay t gag tgtt 
attagatggc 
qeecagaccc 
ta tgaateag 
a aaa aaaaaa 



g tgeeaecaa 
tea tggtg tc 
gegqggtget 
gecqce tgga 
teggqetcac 
cctteaceag 
tqcaqge tte 
tetgecagtt 
eatgqeteec 
ggaaeaaggg 
aatgccagaa 
a ga a gadget 
gaaggaqaqg 
tgt.ggggcag 
c tgaaaaaaa 
aaaaaa a a a a 



tgteaecd ac 
cet. gel: eaqe 
gcaa tt.e tee 



gg t agaqet g 
ce t ce i t" gaq 
qqcecqeaee 
qcaecage La 

racCt tC: dcJC 

qaa naagg ra 



qagaagga tg 
c ttce tyaec 
qqqcLqqCCC 
qagedeetga 
cea gg act ce 
aatcetttcc 
aatgaqgtqg 
ctgctgctgg 
ggqgqaegag 
tteetget qe 
eaqcyeaegc 
ct e tgqggcc 
rtqeceeagg 
a tec a e act c 
caggtectg e 
ca qgcegq qe 
ctgctgcaqg 
ctqgaqctqg 
aaag q tqtcc 
geeettceag 
gtgqcccaqc 
qe t Leecge t 
gaggtqeaqa 
etd t.trgtq g 
agqgaegacc 
gqtqt gggec 

ctggtgggtg 



ta t ggec tgc 
cea tgaagca 
t qag tea get 
ca t t_eacecc 
tggactccet 
ct teagagtt 
tgeggtaega 
tgcccdctgc 
t.gaagacaga 
tqaecaecet 
atqaaeagat 
tgqt:ctetqa 
aqcaaqte t.c 
ageteaggag 
aggt ct.cegt 
agcaggaect 
agciccaggt g 
qtqetqact.t 
ocgag qccaa 
ccetggctgc 
ageeggaagq 
qqqeecaggc 
g a L a c g a g a c 
tgetrtgeaa 
ceagccaccc 
teagettcct 
gea a eg tgea 



cctggqcttg 
cacacliqgc t 
qgctgcagqq 
agcag cea gg 
eta t.gqeacc 
gg taaaqgee 
qgeggqctao 
egg get ttgc 
qcacaagq eg 

Cttqe tq C tq 

gggccccagc 
(".gtcceceaa 
agaggagct g 
ct cegi;.q t.ac 
g caccacetg 
ggagecaqcc 
eeaqqqaqa t 
ca gceaggt g 
e 1 1: ct ceage 
ea tgea ga ca 
ggtgaqqaca 
aetgeaggag 
ctacaggtgg 

CCtqct.qgqC 

aqaagec.aag 
Ct.t tqetgea 
gaegctgq tg 



1020 
108 0 
114 0 
1200 
1260 
1320 
138 0 
14 4 0 
150 0 
156 0 
1620 
J 680 
17.10 
1800 
186 0 
10 2 0 
192 3 



6 0 
120 
1. 8 0 
24 0 

3 0 0 
36 0 

4 20 

4 8 0 

5 4 0 

6 00 
66 0 

7 20 

7 80 

8 4 0 
900 

9 6 0 
1 0 20 
1 0 8 0 

1 1 4 n 

12 0 0 
1 2 6 0 

13 2 0 
I 3 8 fi 
L 4 4 0 
1 r ? 0 0 
t S60 
J. C 2 0 



face: 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/726,643 



DAT]:' : .12/28/2000 
TIME : "12:25:17 



Input Set : 
Output So.t: 



A:\Pto.amc 

N:\CRF3\12 2 820 0 0\I7 2 664 3 .raw 



M:270 C: Current Application Number differs, Replaced Current Application Number 
4 M;34:J W: (46) "n" or "Xaa" used, for SEQ IDft:2 

Hissing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <220> field identifier 
Missing Blank Line separator, <22 0> 
Missing Blank Line separator, <220> 
Blank Line separator, <2 2 0> 
Blank Line separator, <220> 



6 1 H:283 W 

7 6 M : 2 8 3 W 
89 M:283 W 



105 
118 

14 J 
156 
586 
668 
673 
897 
8 98 
10 52 
1154 
1162 
1237 
1 3 0 1 
1302 
130 3 
13 7 9 

1 5 4 7 

15 51 

2 197 
2529 
2625 
2 9 93 

2 9 96 
4 3 88 

3 3 9 1 
3 3 94 
34 8 1 

3 8 6 3 
38 84 
1 8 .1. 2 

, : 4 8 3 3 

4 921 
, : -1 ( ) 6 '5 
- 4979 
, : 58 57 
, : 5926 
, : 5 9 58 

596 l 
: 6 0 06 
. : 6 0 09 



M: 28 3 
M: 28 3 
M: 28 3 
M : 2 8 3 
H: 341 
M:341 
M: 841 
M: 341 
M: 34 I 



341 
3 4 1 
3 4 1 
3 4 1 
3 4 1 



M : 3 41 W 



3 4 1 
3 41 
341 
3 4 I 
3 4 I 
341 
341 
M : 3 4 1 
M : 3 4 1 
M : 3 4 1 
M : 3 4 1 
M : 3 4 'J 
M : 3 4 1 
M : 3 4 1 
M : 3 4 1 



14 : 3 4 1 

M : 3 \ I 
!4 : 3 4 1 
M : 3 '1 1 
M : 3 1. 1 
11:3 4 1 
M : 3 4 i 
!•! : 3 4 i 
H : j 1 I 
M ; 3 4 1 



Missing 
Missing 
(46) "a" 
(46) "n" 
(46) " n " 
(46) "n" 
(46) "n 11 
(46) "ii 
(46) " ti 
(46) "i] 
(46) 11 r 
(46) "r 
(46) "i: 
(46) "i: 
(4.6) "r 
(46) "r 
(46) "r 
(46) "r 
(46) "r 
(46) " r 
(46) "r 
( 4 6 ) " r 
( 4 6 ) " r 
(46) "r 
(46) " r 
(46) "i 
( 4 6 ) " r 
(46) "r 
(46) "r 
(46) " i 
(4 6) "r 
f 1 6 ) " r 
( 1 6 } " r 
(4 6) "r 
(46) "r 
( 4 6 ) i 
(46) »i 
(4 6) "i 
(46) "i 



or 1 

or ' 

or 1 

or 

or 1 

" or 

" or 

" or 

" or 

" or 
rr or 

" o r 



or 
or 
or 
or 
or 
or 



or 
or 



or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 



Xaa 
Xaa 
Xaa 
Xaa 
Xaa 
"Xaa" 
"Xaa " 
"Xaa " 
"Xaa" 
"Xaa " 
"Xaa" 
"Xaa " 
"Xaa" 
"Xaa" 
"Xaa " 
" X a a " 
"Xaa " 
"Xaa" 
"Xaa" 
" Xaa " 
" Xaa " 
"Xaa" 
" X a a " 
"Xaa " 
"Xaa " 
"Xaa" 
"Xaa " 
"Xaa " 
"Xaa" 
"Xaa " 
"Xaa" 
"Xaa" 
"Xaa " 
"Xaa" 
"Xaa" 
"Xaa " 
" Xaa " 



used, 
used, 
used, 
used , 
used , 
used , 
u s ed , 
used , 
used , 
used , 
used, 
u s ed. , 
used , 
used , 
used , 
used , 
used , 
used , 
used , 
vised , 
used , 
used , 
used , 
used , 
used , 
used - 
used , 
u sed , 
used , 
u sed , 
used , 
used , 
used , 
used , 
used , 
used , 
used, 



for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
for 
1 o r 
for 
for 
f o r 
tor 
for 
f o r 
for 
t o r 
tot 
< >r 



ID? 



SEQ 

SEQ ID# : 2 0 
SEQ ID* : 2 0 
SEQ ID ft : 2 5 
SEQ IDft: 25 



field 
field 
field 
field 
18 



identi f ier 
identi.fi er 
identifier 
identifier 



for 
tor 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
S EG 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
S EQ 
S EQ 
S EQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



IDS : 28 
TDft : 31 
ID# : 31 
IDS : 33 



IDS 

IDft 

I D ft 
IDs 
ID If 
ID# 
I D ft 
ID If 
IDft 
ID? 
1 D ft 
ID ft 
ID ft 

ID!* 

ID ft 
ID ft 
IDft 
IDft 
tDff 



3 4 

3 4 

3 4 

3 5 

39 

3 9 

49 

5 3 

5 4 
: 6 0 
:60 
: 6 9 
: 6 9 
; 6 9 
: 70 
:81 
: 8 2 
: 107 
: 1 07 



ID* : .112 
IDK : I 14 



I D ft 
IDft 
ID J! 
IDT 
IDft 
IDft 



1 15 
.1 5 J 
1 5 5 
156 
1 56 
158 



IDiT : L58 
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